Abstract -Monte Carlo simulations were carried out in order to study the benefits of using molecular markers to minimize the homozygosity by descent in a conservation scheme of the Iberian pig. A selection criterion is introduced: the overall expected heterozygosity of the group of selected individuals. The 
INTRODUCTION
Molecular markers are being advocated as a powerful tool for paternity exclusion and for the identification of distinct populations that need to be conserved (1!. Here we focused on a different application, namely the use of markers to delay the loss of genetic variability in a population of limited size. In a previous paper [12] we conclude that a conventional tactic, such as the restriction of the variance of family sizes, is the most important tool for maintaining genetic variability. In this context, frequency-dependent selection seems to be a more efficient criterion than selection for heterozygosity, but an expensive strategy with respect to the number of genotyped candidates and markers is required in order to obtain substantial benefits. For [12] . But, after optimal family size restrictions were imposed, the method was as good as the group coancestry method, since the differences were not significant. [15] , for the latest development of the theory). However, predictions on the rate of advance of the true homozygosity by descent when the selected trait is the heterozygosity itself, measured either by molecular or pedigree information, is lacking.
The use of an optimal method enhances the prospectives of the application of molecular markers in conservation programmes, although the future will depend critically on DNA extraction and genotyping costs. Microsatellite 
